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Abstract

Human phenotype should be integrated results of personal factors including environment and daily behaviors from
birth to today in addition to genotype. Phenotype also continues to be changed during life. Therefore, we have to
chase personal phenotype continuously and correctively to understand genomic, environmental and behavior factors
on forming phenotype. However, phenotype is not described appropriately in electronic health record or in any
record system at least in Japan. Thus, we should develop ‘“Phenotyping” on EHR or any other records to detect
phenotype in a certain accuracy level. This phenotyping technology has been already used in the National Database

and the MID-NET etc. in Japan.

In this symposium, after I introduce several examples of phenotyping done in Japan, I present how phenotyping
using real world data is important in development of clinical decision support system, medical artificial intelligence,
and precision medicine. I also present what are issues in development of phenotyping.
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